Machine learning model: Predicting prognosis in neuroendocrine tumor
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natients had pancreatic NET, 3 had
small bowel, and 1 had an
unknown site. Patients had more
than two sites of metastasis
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Fig 2. TRAQinform Profile of the patients with events in the cohort

** 8/30 patients had pancreatic NET
16/30 had a small bowel NET and
6 had other primaries.

» 18/30 had G1 tumors and 12/30
had G2 tumors.

* The TRAQinform Profile was
calculated to predict prognosis
using a random survival forest
previously trained on data from a
study of 25 patients.

* The model performance was
evaluated using the c-index.

Conclusions
“** NET tumor pathology is utilized to assess the prognosis in NET but
has NOT been absolute.
** The use of newer tools like NETPET score [combined reading of
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SSRT-PET (somatostatin receptor PET) and FDG-PET)] is being
studied to predict the disease in NET.

** Here we present the use of a machine learning algorithm in
predicting the disease prognosis from serial SSTR PET/CT imaging.




